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Kinship terminologies

⬇︎
Postmarital residence

⬇︎
Sex-biased gene flow
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aDNA – a new beginning?
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Uralic languages and 

genetics



Tambets et al 2018 Genome Biology

Map by Timo Rantanen (BEDLAN: Cartographical database of Uralic languages)

Language data: Syrjänen et al. 2018 lexibank/uralex: UraLex basic vocabulary dataset 



Tatars, 

Chuvash Yukagir,

Chukchi,

Koryak

Yukagir,

Evenki,

Even

Dolgan,

Yakut

European

Uralic

Hungarian

Tambets et al 2018

Autosomal variation in Eurasian context
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Genetic similarity between 

the Uralic speaker 

populations?



Central Siberian “origin” of the “Uralic specific genetics” (autosomes)

Tambets et al. 2018

Maps: Cartographical Database of 

Uralic languages by BEDLAN (Timo 

Rantanen) and Jussi Ylikoski and 

authors of Oxford Guide for Uralic 

Languages (forthcoming).



North-Siberian “origin” of the “Uralic 

specific genetics” (autosomal)

with aDNA populations from Finland 

(1700-1300 yrs old) and Kola Peninsula 

(3500 yrs old).

Uralic speaker populations
aDNA from 

Uralic area
Nganasan

Lamnidis et al. 2018



Siberian “origin” of the N-haplogroup (Y-chromosome)

Ilumäe et al. 2016
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Gene-language 

co-dispersion?



Males with N haplogroup and Uralic languages moved westwards 

5000 yrs ago? 

Historical linguistics: 

Uralic family 6000 or 5000 or 4000 years old – Temporal match?

Our preliminary phylogeographical modelling of PU homeland (pink) 

ranges over an area covering all the homeland theories. Suggested areas 

for proto-stages (circles) were even more south (?) – Spatial mismatch?

Ilumäe et al. 2016



Partial mantel correlation 
between linguistic, 
genetic and geographical 
distances: 

With autosomes p<0.05

Y and mtDNA ns

Correlations between language trees/distances and genetic 

distances of speaker populations

Tambets et al. 2018



Saag et al. 2019: 

N haplogroup appears to Estonia 

in the beginning of Iron Age; some 

2500 YBP

Historical linguistics: 

Arrival of Proto-Finnic to Baltic 

Sea coast (St Petersburg area?) 

from Volga-Oka tributary some 

2500 YBP

Match

But when did Siberian influence appear? Case Estonia.



Lamnidis et al. 2018:

N subgroup  and “North 

Siberian” autosomal 

influence in Kola Peninsula

already 3500 yrs ago.

But when did Siberian influence appear? Case Lapland.



Aikio 2012:

Linguistic landscape some 2500 YBP.

Saami languages reached current 

speaker area only 1800-1200 YBP.

But when did Uralic languages appear? Case Lapland.



Mismatch:

“Uralic” genetic landscape 

earlier

But when did Siberian influence appear? Case Lapland.



But are when did Siberian influence appear? Case Nganasans.

<



Mismatch:

Genetic ”Uralic” landscape 

earlier

But are when did Siberian influence appear? Case Nganasans.

Nganasan language spread to north 

only 400 yrs ago. The migrants met an 

unknown paleopopulation.

Is the “Uralic genetics” brought to north 

by the Nganasan speakers from the 

south or did the earlier population shift 

their language?



A known language shift: the North Russian case  



Language shift: the North Russian gap  

Hypothesis 1

Slavic speakers 

immigrated, acquired 

place names and 

language substrate from 

the local population

Hypothesis 2

Uralic speakers shift 

language in contact with 

Slavic speakers 
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Sum up: 

In the Uralic area there is partial match of gene-language 

dispersion (Estonia and N), but in the north the genetic 

landscape is likely older than the linguistic one

Eastern influence likely arrived with multiple waves – timing 

of these depends on the aDNA samples available 



Kiitos

Thanks to the UraHoli team / Salmela et al. (in prep.) review of Uralic past from 

linguistic, genetic, archaeological and ecological perspectives


