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Reconstruction of human evolution: Bringing together genetic,
archaeological, and linguistic data

(origin of modern humans/phylogenetic trees/paleoanthropology)
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Melanesian and Asian Origins of Polynesians: mtDNA and Y Chromosome
Gradients Across the Pacific
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Genetic Structure
of Human Populations
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Fig. 1. Estimated population structure. Each individual is represented by a
thin vertical line, which is partitioned into K colored segments that represent
the individual's estimated membership fractions in K clusters. Black lines

separate individuals of different populations. Populations are labeled below
the figure, with their regional affiliations above it. Ten structure runs at each
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K produced nearly identical individual membership coefficients, having pair-
wise similarity coefficients above 0.97, with the exceptions of comparisons
involving four runs at K = 3 that separated East Asia instead of Eurasia, and
one run at K = 6 that separated Karitiana instead of Kalash. The figure
shown for a given K is based on the highest probability run at that K.
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aDNA — a new beginning?
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Uralic languages and
genetics
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Autosomal variation in Eurasian context
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Genetic similarity between
the Uralic speaker
populations?
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Central Siberian “origin” of the “Uralic specific genetics” (autosomes)
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Siberian “origin” of the N-haplogroup (Y-chromosome)
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ene-language
co-dispersion?
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Males with N haplogroup and Uralic languages moved westwards
5000 yrs ago? lluméae et al. 2016
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Correlations between language trees/distances and genetic
distances of speaker populations
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But when did Siberian influence appear? Case Estonia.

Languages
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Saag et al. 2019:
N haplogroup appears to Estonia
In the beginning of Iron Age; some
2500 YBP

Historical linguistics:
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Sea coast (St Petersburg area?)
from Volga-Oka tributary some
2500 YBP

Match



But when did Siberian influence appear? Case Lapland.
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But when did Uralic languages appear? Case Lapland.

Aikio 2012 £

Linguistic landscape some 2500 YBP.
Saami languages reached current
speaker area only 1800-1200 YBP.

Palaco-Lakelandic

Proto-Germanic ’ L —

Proto-Finnic

Proto-Baltic

Figure 1. The linguistic situation in Lapland and the northern Baltic 5ea Area in
the Early Iron Age prior to the expansion of 5aami languages; the locations of the
language groups are schematic. The black line indicates the distribution of S5aami
languaages in the 19th century, and the gray line their approximate maximal distri-
bution before the expansion of Finnic.



But when did Siberian influence appear? Case Lapland.
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But are when did Siberian influence appear? Case Nganasans.
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But are when did Siberian influence appear? Case Nganasans.

Is the “Uralic genetics” brought to north
by the Nganasan speakers from the
south or did the earlier population shift
their language?
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A known language shift: the North Russian case
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Language shift: the North Russian gap

Hypothesis 1

Slavic speakers
Immigrated, acquired
place names and
language substrate from
the local population
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Hypothesis 2

Uralic speakers shift
language In contact with
Slavic speakers
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Sum up:

In the Uralic area there is partial match of gene-language
dispersion (Estonia and N), but in the north the genetic
landscape is likely older than the linguistic one

Eastern influence likely arrived with multiple waves — timing
of these depends on the aDNA samples available Q

Art by Kerttu Majander
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BIOLOGICAL EVOLUTION AND DIVERSIFICATION OF LANGUAGES

Thanks to the UraHoli team / Salmela et al. (in prep.) review of Uralic past from
linguistic, genetic, archaeological and ecological perspectives



